Genes induced at least 3-fold in one or more stresses and their
dependency on s#yl and/or atfl for up-regulation:

+ /induced 3-fold or greater

A /Atflp-dependent
S /Stylp-dependent

GENE Cd H,0, Heat MMS Sorbitol
isp7 +A - - - -
SPACI1F12.10C + - - - -
SPAC1039.10 +S - - - -
SPAC29B12.10C + - - - -
SPBC106.17C + - - - -
SPAC13G7.02C + - - - -
SPACI19B12.10 + - - - -
SPBC3H7.02 + - - - -
pofl + - - - -
dakl +SA - - - -
dak?2 +SA - - - -
SPBPB10D8.01 +A - - - -
SPBC16D10.06 + - - - -
SPBP4H10.12 +A - - - -
SPAC1002.17C +A - - - -
SPAC23A1.14C + - - - -
SPBP16F5.08C + - - - -
SPBPB2B2.05 + - - - -
SPBPB2B2.08 + - - - -
SPAC5H10.07 + - - - -
SPAC869.05C + - - - -
SPAC977.05C + - - - -
fipl +S - - - -
SPAC5H10.06C + - - - -
SPCC1739.06C + - - - -
SPAC1348.06C + - - - -
SPAC4G8.03C +S - - - -
SPAC1002.18 +A - - - -
SPCC622.12C +A - - - -
SPAC1002.19 +A - - - -
SPCC1442.16C + - - - -
SPBC2F12.05C +SA - - - -
SPAC1399.04C +A - - - -
SPBC36.02C +SA - - - -
SPAC1B3.06C - + - - -
witfl1 - + - - -
SPAC23G3.02C - +SA - - -
116 prrl - +SA - - -
SPAC3G9.11C - +SA - - -
SPCC1450.09C - + - - -




SPBC16A3.17C

+S

SPCC1840.12

+SA

ppa2

SPAC688.03C

+SA

SPAC15A10.01

SPACI1F7.12

+SA

SPACI1B3.15C

+SA

SPAC19B12.08

+S

meul

+A

SPCC1020.03

+S

SPAC1006.01

+S

SPBCI14F5.13C

+SA

SPAC977.17

+SA

SPAC3G6.05

misc RNA 2.2.20.RC

+SA

sodl

uvde/uvel

+SA

SPBC17D11.03C

SPCC830.08¢

SPAC186.04c

+A

SPAC3A11.10C

+S

SPAC14C4.07

+SA

SPBC216.03

+SA

SPCC663.07C

+SA

SPCC63.08C

+SA

SPAC18B11.02C

SPCC794.03

+A

SPAC1687.07

+S

SPAC1687.08

+S

tlglb

suc22

+SA

SPCC736.13

+SA

SPBC29A3.03C

+SA

SPAC22G7.08

+SA

SPAC869.02C

SPAC12G12.16C

+SA

SPAC4F10.16C

+SA

SPAC2E12.03C

+SA

SPAPB2B4.04C

+SA

SPBC365.20C

+SA

SPBC27B12.03C

SPACI10F6.13C

+S

SPBC1652.01

+S

SPAC24C9.08

+SA

SPACI1F3.09

+SA

SPCC1450.01C

+SA

SPAC630.07C

+S

cmbl




SPBC609.03 +SA
SPBC1198.01 +SA
SPBC409.12C +SA
SPCC24B10.20 +SA
SPAC222.08C +
SPAC2F7.06C +
SPAC12G12.12 +
sec7b +SA
kinl +S
SPAC11D3.05 +SA
SPAC11D3.09 +S
SPBC1271.05C +SA
SPBC8E4.05C +SA
SPACI1F8.02C +
SPAC13D6.01 +S
SPAC1399.01C +S
SPAC2E1P3.04 +SA
SPAC11D3.17 +S
SPCC1281.07C +SA
SPAC186.03 +SA
SPBC947.05C +S
ypt4 +S
bfrl/hba2 +SA
SPAC23G3.03 +SA
pyp3 1S
b13958-1 +
SPACUNKA4.10 +SA
SPCC1620.03 +S
SPAC824.07 +SA
rec6 +SA
SPBC83.05 +S
SPAC3C7.02C +SA
SPCC1450.13C +SA
wifl +SA
SPAC24B11.05 +S
SPCC285.10C +S
SPAC6G10.03C +S
SPAPBSES5.04C +S
SPBC1773.17C +SA
SPBC1289.16C +
SPBC359.02 +
SPBC359.05 +SA
SPAC13F5.07C +
SPAC17H9.18C +SA
SPCC576.02 +SA
SPCC1450.07C +SA
SPBC216.04C +SA
SPCC757.04 +SA




SPAC29B12.13 +A -
gnal/spgnal +S -
mhk1/pmk1 +SA -
SPAC343.09 - +
SPBC17D11.08 - +S
SPBC725.06C - +SA
SPBC660.16 - +SA
SPBC1778.02 - +
SPBC2A9.04C - +
SPACI16ES.16 - +
SPAC6F6.02C - +SA
SPAC664.15 - +
SPBC19C7.04C - +
misc RNA 1.1.28 - +
SPAC57A10.09C - +SA
SPAC3F10.13 - +
csh3 - +
SPBC19C7.02 - +
P22190 - +
P22191 - +
P21536 - +
cmkl - +
pssl/sspl - +
SPAC26F1.01 - +
SPAC17A5.10 - +
SPCC330.03C - +
mei3 - +
ght3 - +S
hsp60/mcp60 - +
SPAC1348.13 - +
fusl - +
ubc6 - +
magl - +A
ubc8 - +
SPAC9E9.09C - +
hsp70 - +
SPACUNK4.19 - +S
tbp1/tdfl - +
SPAC1952.17C - +
tcgl - +
SPCC338.06C - +
trx2 - +A
stil - +
P07657 - +
SPBC1711.08 - +
SPCC1235.03 - +
SPAC3HS.04 - +
wis2 - +




SPACI13F5.05 - - + -
SPAC22A12.14C - - +A -
SPCC364.02C - - + -
SPCC584.16C - - + -
SPCC4G3.13C - - + -
SPBC713.11C - - +SA -
SPAC2E1P3.02C - - + -
SPAC3HS.09C - - +A -
apg9 - - + -
SPAC869.07C - - +SA -
wos2 - - + -
SPCC1322.04 - - +SA -
SPAC2C4.04C - - + -
SPAC1565.08 - - + -
SPAC11H11.01 - - + -
b13958-3 - - + -
rhpl6/rad16 - - + -
$0d2/C1486.01 - - +SA -
SPBC4F6.16C - - +S -
SPAC1687.14C - - + -
SPCC757.02C - - +A -
SPBC887.19 - - + -
pmp20 - - +SA -
SPAC637.13C - - +SA -
swol/hsp90 - - + -
SPCC622.15C - - + -
SPBC359.06 - - + -
SPBC83.17 - - + -
SPBC609.05 - - - -
SPCC757.12 - - - +S
mapl - - - +
atf21 - - - +S
SPAC25B8.12C - - - +SA
SPAC26F1.11 - - - +SA
SPBC2G2.05 - - - +SA
SPCC569.05C - - - +S
SPCC1281.04 - - - +
SPAC1002.20 - - - +S
SPCC1672.01 - - - +
SPAC6B12.07C - - - +SA
SPCC24B10.02C - - - +S
SPCC794.04C - - - +SA
spnS/mde9/meu28 - - - +
SPCC4G3.03 - +A +S -
atfl/mts1/sss1/gad7 +S - +S -
SPBC3H7.08C - +SA +SA -
SPBC1347.11 - +SA +SA -
SPAC13G7.05 +SA +S - -




SPCC576.17C - - +S +S
SPCC1322.07C - - + +S
tf2-10 - +SA + -
mvpl - +SA +S -
uvil5 - + + -
SPAC343.20 +SA - + -
obrl - +SA - -
SPBPB2B2.10C - +SA +A -
mprl/spyl - +SA +S -
SPBC25B2.03 - +SA +SA -
SPAC513.06C - +SA +SA -
SPAC5D6.07C +S - +S -
SPBC3B9.01 + - + -
SPAC167.07C + - + -
trrl/caf4 - +SA - -
SPBC947.09 +SA +SA - -
SPAC15A10.05C - +SA +SA -
SPCC594.04C - +SA +SA -
SPCC1442.07C + - + -
SPBC1683.06C + + - -
SPBP4H10.10 - +S +S -
SPAPB1A10.05 + - + -
SPAPB1A10.08 - + + -
SPAC4F10.07C - +S + -
SPAC869.08 - + +SA -
SPAPBIE7.06 +S +SA - -
SPCC70.08C - + + -
SPAC343.06C - +S +S -
SPCC663.08C - +SA - -
SPAC14C4.01C - +A +S -
SPBC577.13 - +SA +S -
SPBC23G7.11 - + +SA -
SPCC285.11 - + + -
SPCC18B5.02C - +A - -
tf2-1 - +SA + -
tf2-2 - +SA + -
tf2-5 - +SA + -
SPAC4F10.17 - + +SA -
tf2-6 - +SA + -
tf2-7 - +SA + -
tf2-8 - +SA + -
tf2-9 - +SA + -
SPBPB2B2.01 +SA + - -
SPBC1685.12C + - + -
tf2-3/tf2-4 - +SA + -
SPAC4H3.04C - +S +S -
SPACUNKA4.16C + - + -
SPBC1604.01 +SA +SA - -




SPBPB2B2.11 - +S +S - -
SPBPB2B2.13 +SA - +SA - -
SPAC6B12.03C - - +S - +S
fbpl - +SA +S - -
grxl +SA - +SA - -
SPCC320.03 - - +S - +S
SPAC25H1.02 - +SA - - +S
SPBC1685.05 - +A + - -
SPCC320.05 - +SA + - -
scnl - +S + - -
SPCPB1C11.02 - +S +S - -
SPAC24C9.14 + - + - -
SPCPBI1C11.03 + +SA - - -
SPCC306.08C - + +S - -
SPBC1711.11 - +S +SA - -
SPBC1711.12 + - + - -
tppl + - +S - -
SPAC328.04 +S +SA - - -
SPCC63.13 + +SA - - -
SPACI13F5.03C +SA - +SA - -
SPAC22E12.03C - +SA +SA - -
SPBC106.11C + - +S - -
112 C19F5.04 - +S + - -
SPAC21E11.04 - +SA + - -
SPBC409.13 - +SA - + -
SPAC9E9.04 - +SA +SA - -
SPBC1289.06C + - + - -
SPAPJ691.02 - + + - -
SPBC1683.04 + - + - -
SPCC16A11.01 - +SA - - +SA
exg3 +SA - +SA - -
SPCC61.03 - +S +SA - -
ubi4 - +SA + - -
SPACI1F8.04C - +SA - +SA -
SPCC16A11.08 - +SA +S - -
SPACI1E11.03 +S - +S - -
SPBC23G7.06C - +S + - -
SPACUNKA4.15 - - +SA - +SA
SPAC521.03 + - + - -
SPBC713.07C - +S + - -
SPBC1ES.04C - +SA + - -
cta3 - - +S - +SA
SPBPB10D8.02C +SA - - +SA -
SPAC23D3.11 +SA +SA - - -
SPCC794.05C - +SA +A - -
SPBC1734.08 - + +S - -
SPBC1539.04 + - + - -
SPACS513.07 +A +SA - + -




SPCC757.11C + +S + - -
vipl +S +SA +SA - -
SPBC20F10.10 +S +S + - -
plrl + +SA + - -
hspl16 +SA - +A +SA -
SPAC13G7.02C + - +S - +
SPAC26F1.14C +SA - +SA - +SA
SPBC21H7.06C - +S +SA - +SA
SPAC4D7.02C +SA +SA +SA - -
SPAC27D7.11C +A - +SA - +SA
SPAC2C4.17C - +S +S - +SA
SPBC16D10.08C +S - + + -
SPAC3G6.07 - +SA +SA - +SA
SPAPB24D3.08C +A +SA - +A -
SPACBC9.16C + + + - -
SPCC663.06C + +SA - + -
tmsl - +SA +SA +SA -
SPBPB2B2.12C +S +S +SA - -
SPAC26F1.07 +SA - +SA - +SA
SPBC1105.13C - - + + +SA
misc RNA 1.1.38.RC | - +SA +SA - +SA
SPCC736.15 - +SA +SA - +SA
pasl + +S + - -
SPCC191.09C + + - +A -
SPAC22G7.11C +S +SA +SA - -
SPAC11E3.14 - +S +S - +SA
SPAC16A10.01 - +SA +SA - +SA
SPBPB2B2.02 +S +SA +S - -
SPBC119.03 +A +S + - -
SPAC22H12.01C + - + +A -
psil + - + + -
SPCC965.07C + +SA - + -
gits +SA +SA +SA - -
SPAC25H1.03 - +S + - +S
SPBC2A9.02 +SA +SA - +SA -
zwfl + +SA - + -
SPBC609.04 + +SA - + -
SPAPB1A11.03 +S +S +SA - -
SPAC977.13C +SA +SA +A - -
SPAC11D3.01C +SA +SA +SA - -
sltl + - + + -
SPCC1183.11 - +SA +S - +SA
SPCC1281.04 + +A + - -
SPCC1739.08C + +SA +S - -
SPBC1271.07C - + + + -
gpdl +SA - +SA - +SA
SPAC32A11.02C +SA - +S - +SA
SPBC30D10.14 +SA - +SA +SA -




SPBC4F6.17C + - + + -
SPCC576.04 + +S + - -
SPBC14F5.10C + +SA + - -
ptcl +S +S +S - -
isp6 +S +SA +S - -
ptc4 +SA +SA +SA - +SA
SPAC2F3.05C +SA +SA +SA - +SA
SPAC3C7.05C +SA +SA +SA - +SA
ntpl +S +SA +S - +S
SPAC3C7.13C +SA +SA +SA - +SA
SPAC167.06C +SA +SA +SA - +SA
SPAC688.04C +SA +SA +SA - +SA
SPCC1020.10 - + +A +S +SA
perl/mts2 +S +SA +SA - +SA
SPCC1235.01 + + +S + -
pkal/tpk/git6 +S +S +S - +S
SPCC417.05C +S +S +S - +SA
SPACS57A7.05 +S +S + - +SA
SPAC869.09 +S + +SA - +S
SPC(C338.12 +SA +SA +SA - +SA
SPAC23C11.06C +SA +SA +SA - +SA
SPCC338.18 +SA + + +A -
SPAC23D3.05C +A +SA +SA +SA -
SPAC5H10.02C +S +SA +SA +S -
SPCC191.01 +S +S +SA - +S
SPBC1289.14 +S + +SA - +S
SPBC16A3.02C +SA +SA +SA - +SA
SPCC576.03C + +S + + -
cgsl +SA +SA +SA - +S
SPBC23G7.10C +SA +SA - +SA +SA
SPBC428.10 +SA +SA +SA - +SA
SPCC1393.12 +SA +SA +SA - +SA
SPCC63.14 +S +SA +SA - +SA
rds1 +SA +SA +SA - +SA
SPCC965.06 +A +A +SA +SA -
SPAC2E1P3.01 +SA +SA +SA +SA -
SPAC11D3.13 +A +SA +SA +A -
SPCP31B10.06 +SA +SA +SA - +SA
tpsl +SA - +S +S +SA
pyp2 +SA +SA +SA - +SA
SPCCI16A11.15C +SA +SA +SA - +SA
SPBC1271.08C + +SA +A +A -
SPCC1494.03 + +S +S - +SA
SPAC26F1.04C +SA +SA +SA - +SA
SPBC20F10.03 +S +S +S - +SA
SPAC27D7.10C +SA +SA +SA +SA +SA
SPAC22F8.05 +SA +SA +SA +SA +SA
gpx1 +SA +SA +SA +SA +SA




SPBC725.03 +SA +SA +SA +SA +SA
SPAC23H3.15C +SA +SA +SA +SA +SA
SPBC215.11C +SA +SA +SA +SA +SA
SPBC725.10 +SA +SA +SA +SA +SA
SPBC21C3.19 +SA +SA +SA +SA +SA
SPBC365.12C +SA +SA +SA +SA +SA
SPAC4H3.03C +S +SA +SA +S +S

SPAC27D7.09C +SA +SA +SA +SA +SA
SPBC11C11.06C +SA +SA +SA +SA +SA
SPBC106.02C +SA +SA +SA +SA +SA
SPAC22H10.13 +SA +SA +SA +SA +SA
SPBC12C2.04 +SA +S +SA +S +SA
hsp9 +SA +SA +SA +SA +SA
SPBC56F2.06 +S +SA +SA +S +S

SPBCI16E9.16C +SA +SA +SA +SA +SA
SPAC4H3.08 +S +SA +SA +SA +SA
SPBC1773.06C +A +SA +SA +SA +SA
SPAC637.03 +SA +SA +SA +SA +SA
SPAC139.05 +SA +SA +SA +SA +SA
SPACI5E1.02C +SA +SA +SA +SA +SA
SPCC1322.08 +S +SA +S +S +SA
SPBC1105.14 +S +SA +S +SA +SA
SPAC22A12.17C +SA +SA +SA +SA +SA
SPACUNK4.17 +SA +SA +SA +SA +SA
gut2 +SA +SA +SA +SA +SA
ctal +SA +S +SA +SA +SA
SPAC19G12.09 +SA +SA +SA +SA +SA
SPBC24C6.09C +SA +SA +SA +SA +SA
SPCC757.03C +SA +SA +SA +SA +SA
SPBC660.05 +SA +SA +SA +SA +SA
SPBC660.06 +S +S +SA +SA +SA
SPAC513.02 +SA +SA +SA +SA +SA
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